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Application of computer intelligence for analysis and identification of microor ganism/Wang Zhigang//Chi-
nes Journal of Food Hygiene. - 2002 ,14(6) :11 14.
Abgract : Utiliting C++ conpiler language, HUASUN microorgani sm identificatin intelligence sygsem (HUASUN) was
programmed for analyssof Enterobac-teriaceae. HUASUN V2. 0 maimly composed of Enterobacteriaceae bacteria package
unit. The ent15 and ent48 in the package unit coded with reference of Bergey’ s manual of determinative bacteriology ,
manua of clinica microbiology and nationa clinica examinetion operating regulation. HUASUN V2. 0 can andyse conr
non 121 gpeciesdf Enterobacteriaceae ,including the nog part of the new clinicd iolates,and have the larges Enter-
obacteriaceae bacteria data base conpared with the connon use’ sVITEK APl ATB and domedic idertification sygems.
Two biochemical teg kitswere dedgned separately in ent15 and ent48 \which made of nore conventional 15 teg items and
al of 48 ted items repectively. In the ent48 ,may choose randomly items and volumes of number and then conpose of
i dentification series,proceeding judgement anayss,this focused feature in many other identification sysems(VITEK
ATB API and domesgtic identification sysems)is not available. HUASUN V2.0 may a9 sHective-andyse anmormd and
future-ort biochemica tes items in an identification process. HUASUN V2.0 d< include Salmondla serotype andys's
and baceria food poioning anays s package units.
Author’ s address: Wang Zhigang , Zhgiiang Privincid Center of Disease Prevention and Gontrol , Zhgiiang Hangzhou,
310009 PRC.
Key Words: Enterobacteriaceae; oftware; Intelligence
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