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Recent advances in research of L aribacter hongkongensis
CEN Jiarwei , L1 Lai-heo , HAO Shurxian , DIAO Shi-giang
(Suth China Sea Fisheries Inditute , Chinese Academy of Fishery Sciences, Quangdong Quangzhou 510300, China)

Abdract : Laribacter hongkongensis is a new genus and ecies of bacteria which was firg ilated from a
Hong Kong cirrhotic patient and proposed to be a pathogenic bacteria of diarrhea. This review described its
i derttification methods, hoping to provide ome reference bass for related researches.
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Current progresses on sudy of metabolic pathway o foreign gene from transgenic crops
YIN Zhao-xue, XU Hai-bin
(Nationd Ingitute for Nutrition and Food SHety , Chinese CDC, Beijing 100021 , China)

Abgract : To study the sffety of tranggenic foods and show the probability of gene horizontd trander and other
potential hazards of tranggenic food , the metabolic pathway of foreign gene and influencing factors involved ,
the degradation of foreign gene in digedive sysem and the horizontal trander of foreign gene were reviewed. In
addition , research methods related were mentioned.
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