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Congr uction and Application o Multiple PCR Rapid Detection for 5 Pathogenic Bacteria in Food
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Abstract : Objective A multiple PCR method for rapid and sendtive detection was congructed , which can detcet salmondla ,
Escherichia cdi O157 H7, Staphylococcus aureus, Listeriosis monocytogenes and Bacillus cereus Smultaneoudy. Method  This
multiple PCR method was used for primers dedgn, and PCR anplification and dectrophoress, which was amed a salmondla
invason gene invA , Bscherichia cdi O157 H7 intetine henolysn gene A HyA , Staphylococcus aureus thernpgable nuclease
gene nuc, Ligterioss monocytogenes hemolysn O gene hlyA and Badillus cereus enterotoxin AM gene entFM. Beddes, this
method can optimize the reaction sysem and detect the Pecificity and sendtivity. Results The resuts indicated thet with the
oconvenient , rgpid and sendtive method , the detection of the five pathogenic bacteria can be performed together in 30 h. Beddes,
the senstivity can reach 10° CFU/m. Condlusion  The approach immproves the traditiond detecting methods , providesidesl means
for the rgpid and high-throughput detection of foodborn pathogenic bacteria, and has favourable gpplication pergective.
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Qualitative and Quantitative Analysisand Toxin Genes Detection of
Vibrio parahaemoalyticus Isolated from Different Resources
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Abstract: Objective To carry out the Vibrio parahaemayticus islaied from marine products, cultured water and dlinical
patients by pherotyping quditative and quartitative andyss combined with toxin genes detection. Method By meansd VITEK
identification , MPN methods, chiorine iron concentration (IC) andyss, R72H gene fragment and tdh  trh toxin genes detected
by PCR. Results Onthe dde df quditative and quartitative resuts, Datum manifeded that 98.5 % o Vibrio parahaenlyticus
ilates ddn’ t ferment arabinose, which differed from guidance of USFDA manud. Two ilates contained trh gene had been
detected from Oyder that contaminated in high MPN ( =24 000/100 g) . Postive ratesdf cultured water were 23/30, 6/8 sarples
were postive whose meansdof concentration of chlorine iron were 3 160 mg/L , collected from certain region , were remarkably lower
than concentration 30 g/L that cultured in vitro. On the other sde of gene detection resuits, R72H gene fragment detection results
VITEK identification results corregpond with. Total 13 of idlations camefrom dlinica reource contained tdh gene. Ratesdof which
oontained tdh trh toxin genes of marine products, cultured water and clinica ilaion were 6.7% 0% 15.4%,
repectivdy. Concluson  Invedigation of above characteridics of Vibrio parahaemdyticus ilated from marine products

defining the 0157 H7 serotype, and conponents of the type 2 shiga progatitis patient by multiplex PCR assay (mPCR) [J]. TheJournd of
toxin famly by mutiplex PCR [J]. Journd of Applied Microbiology , Microbiology , 2007 ,10:453-459.
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