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Abstract: Objective To devdop a method for truefadse diginguish of Cordycers capsule products. Method — Before
extracting the geromic DNA , three sanpleswere pretreated by 95 % doohol , ethylacetate and Tris HQ for removing inpuritiesin
the cgpaules, and then the ITSI-5. 8S ITR regon sequence was aplified from the genomic DNA. Results  Three Cordyoeps
cgpsule products old in the market were identified by phylogenetic andyss. The phylogenetic andys s resuits showed that sanple
1 belonged to Hirsutdla sinensis , which was permitted for Cordyosps cgpsule manufacture by the Minigry of Hedth, P. R. China.
while’ sample 2" and® sarple 3" were Cordyosps gradilis and Cordyosps militaris. Conclusion  The method could be snple,
credible. It isa new ideafor truefase ddingush of Cordyceps cgpsule products.
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