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Abstract ; Objective

In order to assess the testing level and promote the capability of our laboratory, we participated in

an evaluation test conducted by the External Quality Assurance System of Global Foodborne Infections Network ( GFN
EQAS) in 2009. Method

strain identification by micro-dilution, slide agglutination and 16S rDNA identification, respectively. Results

Seventeen strains of blind samples were tested on antimicrobial susceptibility, serotyping and
There were
partial deviations on the results of drug susceptibility. The detection on ESBLs ( Extended Spetrum B-Lactamase) and
serotyping were absolutely correct but the identification of unknown enteric bacteria was wrong. Conclusion The facts
indicated that the recovery and identification of bacteria, and the interpretation on the susceptibility of individual drugs

needed to be improved.
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=25 T EQAS 2009 B, ARBK EZA 3 J5
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WHEE QWMEE AXMNALEESY
EQAS 2009 % 4% TAE 45 R 2E4T T 0 M If S th 1 8k
PRI

1 ##FA*E

L1 bk

L1.1 Gtk EQAS 2009 3 ) A< 52 56 = 4 9% $2 {1t
WRE 17 Bk, oA 8 BRVP T (45 WHO-S-9. 1 ~
9.8),4 MR (45 WHO-SH9.1~9.4),2
WA A (45 WHO-CO. 1 ~9.2), 1 kKA
WA (S5 WHO-B-9. 1) ,2 Bk 25 1 bk (E.
coli ATCC 25922 C. jejuni ATCC 33560) , 15 ¥ & £
R TR 0 2 o 8 35 R DR RO 5

112 $iAdREM &AW &%k
(AMP) SAEBEG (CTX) k@A IE (CAZ) Sk fLih
FACCRO) (54 % % (CHL) (ZXWEMR (NAL) (5% R
(STR) \JUIAZE (TET) JKR K% R (GEN) AN A
(CIP) fifk Jfic FH s (SMX) | HH 4R IE (TMP) (5 J7 7
WA (SXT) W [ o [ 8 B 225 W s pr . Sk A wig g

(30 wg/ B Skl / SR 4Eie (CTX/CV,30 pg/10
pe/ ) kA ABIE (30 e/ ) | Sk 9 Al BE v B7 4E iR
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L3 2 11w & 5w e 2 W s
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JiE by AL st B A A W B R A R SEAE 8 W 5 AR
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JBi 41 4 3= 1M 1L 2R A B R T R e e ST s T
T 96 FL A AL 1% 3% A A — Yt T T B SR L A 5F R
JRE A BT e AT PR D

LS HER BB G fr %8 & il AT i Al
KAANE 518 550 F PCR B RRF LR 1, 514
A AT H L PRI R A s A O PR 3 A R
A

L.1.6  HAt (EQAS 2009 #i 5 T M}) .S 5 3%
B SCHR K22 H S48 B Chip s/ www.
antimicrobialresistance. dk/233-169-215-eqas. htm ),
NG EARSS RS RS H i H 2 5 EQAS 2009
R BRI A5 J AL i IR AR U 4 R 4R
B A ORI WL LA HE S 2 FR A

K1 HREERETI Y BN PCR N AR P

ERUE-T| PCR 5|9 )35

L3 5'-GGAGGCAGCAGTAGGGAATA-3

T 5'-TGACCGGCGGTGAGTACAAG-3”

b3 5'-GACTTCGTGCAGATATGGATGCTT-3
T 5'-GCTATAACTATCCGAAGAAGCCATCA-3’
. 9 5'-GGTATGATTTCTACAAAGCGAGS3'

“r T 5'-ATAAAAGACTATCGTCGCGTG-3’

16s rDNA

hipO

94°C +6min; {94°C -50s,57°C -40s,72°C -50s |
35 ME Persson S’
72°C +3min

low pna L S-AGAGTTTGATCCTGGCTCAG S
5T Fi 5’ -AAGGAGCTGATCCAGCC-3’

94°C +6min; {94°C +50s5,55%C +40s,72°C -50s}
35 MG Weisburg W Gl
72°C +3min
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TEH PR A R S R AR 37 °C iR A SRR
AR ITLL 42 CHEFR 2 3 U AR &R 1 B R A
A2, th EQAS $& 4k (1% 46 I 25 S 4 45 &8 78 , WHO-C-
9.2 A A M AT R (A K &l 42 CRUTFR D),
1 UL R T B AR 5 A W R TR : O ERVER Y
TF IR 2% R BRI, B T R S ) g R
ANESR 7 Bl I I N R 2 < R G T B o
PR ARG, BORI A Al TR i A AN R AT 5 QTR B
A E IR 22 O CTE B - B I8 RS 1 R e
PRUEBRVE AR P B0  IE S R A A G BT, R
A AT AFAE 20 R RE A S T DA I TR Rk TR T
12 M .
2.2 YU

R R AR i 58 L T E. coli ATCC 25922
%} AMP ., CTX, CAZ, CRO, CHL, CIP, GEN, NAL,
STR .TMP .SXT . TET ,SMX ,CTX/CV 1 CAZ/CV
250 OB 5 s R B RE M Bk S8 I T C. jejuni
ATCC 33560 %t CHL.CIP ERY ., GEN NAL 1 TET
125 ) B PR K . 2 A R Y AE i 4
( Quality Control,QC) 715 [F N .

2.2.2 VBT ORI AR B A B bR Y 25 ) U R B
ESBLs £ ] I (EQAS 2009 5 S T W) , % M
Tt PR 70 i B s R AR 3 58 1 1 U 1) TR R AR B R X
AMP , CTX , CAZ.CRO,CHL CIP GEN NAL,STR,
TMP . SXT . TET ,SMX . CTX/CV ,CAZ/CV [ 25 ¥ i
MY . ESBLs 6 X 40 25 R Bos, T AV 1T
FAE B Y ESBLs A6 0 34 5 BAE , 500 & AT T8 7
)T B-NBERG B . 259 OB R T A5 R b BR T

2.2.1 E.coli ATCC 25922 #i C. jejuni ATCC 33560 TR R RV R (WK 2) .,
K2 VT AR B 25 W) R LR ) R A R
EREEEN R PR 15 22 ) 332
S9.1 59.2 S9.3 S9.4 59.5 S$9.7 S9.8 SH-9.2 SH-9.3 SH-9.4
GEN Minor
STR Major Major Major Major Major Major Minor
SMX Major Major Major Major Major Very major
SXT Major Major Major Major Major Very major Major
TET Major Minor Minor Minor Minor Minor
TMP Major Major Major Major Major Major Major
TE - Major 1t 24 {8 ; Minor g P /i 5 SR AF 5 7P A (5 T 245 (1022 180 B9 00 25 5 Very major 7 SRR
M2 AT LAE R 2RO S R A R R U 2,41 Bl A a 45 R H1 T 25 il FTF # WHO-

{EL E Ry it 245 {8 ( Major ) , 17 2 B0 32 5 3R 2 A (.
5 UM B A 5 T 24508 22 1) ) 4i 25 (Minor) |, {0
AP AE 25 2R R R 25 (5 H) € Sy BUE ((Very
RS2 36 S R R AR 1 B0 S EQAS 2009
P 8, — MR 25 W 10 B /N 30 B R BE (minimal
inhibitory concentration, MIC) {& i3 & , Al fE & T4
Fofr it ok e EC T G A R B B R 25 W Ry MIC
5 T T O S L 80% 7
F A A R 20 W7 48 A 5 MIC i f {16 7T 8 J2 i T 2%
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C-9.2 ZJ, N 7E B A0S #h A1/ WHO-C-9. 1 11
Y, WHO-C9.1 742 € [10% CO, %44 T 1y =F
16 e AL BB S B b AR R4 I T ~ 2 mm i
2 ] | Gk S R B ST R U LAY R
Vo BIKLN GTRFEE, AN, Tl BaE SR T
CRINEE Y2 NV v

30T AR B LT o R 2R

T R PR 1ML 375 T 1ML 375 %
WHO S9.1 9,12:g,m:- 0:9 (D1) Enteritidis
WHO S-9.2 4,12:1,v:e,n,z15 0:4 (B) Brandenburg
WHO S-9.3 3,10:e,h:1,5 0:3,10 (E1)  Muenster
WHO $:9.4  1,4,12:1,v:1,7 0:4 (B) Bredeney
WHO S9.5 4,5,12:e,h:e,n,zl5 0:4 (B) Sandiego
WHO S9.6 1,13,23.2:1,w 0:13 (G) Worthington
WHO S9.7 8,20.74 ,7224 0:8 (C2-C3)  Albany
WHO S9.8 4,5,12.d:1,2 0:4 (B) Stanley
WHO SH9.1 sonnei

WHO SH-9.2 flexneri 6

WHO SH-9.3 flexneri 2a

WHO SH-9.4 boydii 2
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RIS, LL C. jejuni ATCC 33560 47 i B &k , Fl
FH 23 1725 B R S 1 PR PR TR il 5 1) (hipO) (R
i 725 A A S i PR R A R U R TR (asp ) T2
38 PR SF B R (168 fDNA) 17 2 8 PCR %3¢,
YTEBER  K I W AT B ( Campylobacter coli) . %
ERE SR P
2.4.2 K MpiE K E & Jn P 38 40
WHO-B-9. 1 ¢ LB BRI 7 4 FAE K RA4F, B Ak 2
mm fgN R () 6 G ST ORI I A TS . B
Kk G*BREa, e A HES, — M 4 AN — i, T2
1, TR, Nis g,

[ i, 1) FH 40 B i 51 4 1847 16S rDNA 7 5]
WP, H RS0 5 WU 7 Bt K/NHAE (1540 bp) ,
7 2 B2 T [ M AT o s 40 o [ e e s o i —
AR VA [ A Wyt B3R 24 Wl iy VITEK 42 [ 30 40 1
SERTAC T H M e, K E, XN B R Bk
( Micrococcus luteus) , Xt 1 EQAS 3 H ) 4 I 45
PEAG 45 A5 0, R 8 40 5 WHO-B-9. 1 Ji Ry U4
YRR ( Vibrio mimicus) , 36 W] 52 56 %8 38 08 45 R R 1% o

2o SCHR [ 10 ], LA OB A 26 K 45 1 AN O AR
Z) 50 SR EAE, 28 °C,24 h BIAT, A o HfE D,
37 CHEFR MR FBOZ R A E G EE

A Marker B

16S. 1062bp —

asp. 500bp —
hipO. 344bp—

7E 1A C. jejuni ATCC 33560&WHO-C-9. 1 ; Marker; DL2000;
B:C. jejuni ATCC 33560,
B 1 WHO-C9.1 £ &E PCR & &

Marker A

~—1.5kp 16S.

HE:A:WHO-B-9. 1 ; Marker: DL2000
& 2 WHO-B-9.1 ff§ 16S %5

3 4tig

AP R 25 R BoR, 17 BRE AR, A 1S
MR A T3 T 5 1L ¥ 2 43 R 56 45 5 2 4 i B ; ESBLs
G0 85 R 2 SRy 0l s R 2 RO A D%, R AR P A
SMX . TMP SXT .STR I TET JLA 2%, JL T #5 52&¥%
HURAE 5 T 2548 53 bR AT 55 T PR, A 1 AR E
W .

DL g R R W], AR SR = R TARfFAE R £
B A DB R A B B R A T BORTRE
VIO & SRR i R SR oA LR N Bl

Wit 2 5l WHO-GFN 41 41 ff) EQAS 2009 K
W, B f8 T AL Z A TAEME 2R L Z AL 3%
TES VR FPEAL T 8 8K, i — 20 i 50 5
Fr I GE 4 TER . BRI 7EA R B AR B
IR A ), N 22 A 22 S, 0 2 L T B A ARG T
A TSI = A R, WE i k2
2 AL, SR 5 3 S 0 & K e T

5% 3Lk
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