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Surveillance on the contamination of Vibrio parahaemolyticus and analysis on its virulence genes
Tang Lihua, Wang Hongling
(Zhoushan Center for Disease Control and Prevention, Zhejiang Zhoushan 316021, China)

Abstract. Objective To survey the contamination of Vibrio parahaemolyticus in shellfish in 2009, and to study the type
of virulent genes in isolates from shellfish and clinical samples, in order to find out the epidemic rules of Vibrio
parahaemolyticus in Zhoushan. Methods Eighty shellfish samples were collected from Zhoushan markets in four seasons.
Fifty isolates from shellfish and 18 isolates from parts of sporadic diarrhea cases and food poisoning patients were serotyped ,
and the virulent genes, including tdh, trh, orf8 and toxRS/new genes, were detected by PCR. Results The positive rate
of Vibrio parahaemolyticus was not significantly different among samples collected in spring (85% ), summer (80% ) and
autumn (75% ), while the positive rate in winter (10% ) was significantly lower than other seasons. The virulent tdh,
toxRS/new and orf8 genes were all negative in shellfish isolates, and only virulent trh gene was detected in two isolates
collected in winter. The virulent tdh, toxRS/new and orf8 genes were positive in 14 clinical isolates and trh gene was
positive in another one clinical isolate. The 4 virulent genes were all negative in the remaining 3 isolates. The results
showed that Vibrio parahaemolyticus strains in 14 of 18 clinical isolates (77.78% ) were pandemic strains, of which 13
strains (92.86% ) were categorized as type 03 :K6, and one was categorized as type Ol : KUT. Conclusion The
contamination of Vibrio parahaemolyticus was serious in shellfish in spring, summer and autumn; the shellfish contaminated
by Vibrio parahaemolyticus maybe the main source for human diarrhea; A group of Vibrio parahaemolyticus strains with
positive 03:K6 type tdh . orf8 and toxRS/new genes was endemic in Zhoushan.
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Table 1

Oligonucleotide primers used for PCR

characterization of tdh .irh orf8 and toxRS/new genes
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tdh F 5'-ATATCCATGTTGGCTGCATTC-3’ 531
R 5'-TTATTGTTGATGTTTACATTCAAAA-3'
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Table 2 Positive rate of Vibrio parahaemolyticus

detected from shellfish in different seasons
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Table 3 Serotyping for Vibrio parahaemolyticus in 68 isolates
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Table 4  Virulent gene of Vibrio parahaemolyticus

in 68 isolates

EE ]

B R R T LRS-

tdh trh orf8 toxRS/new
D353 Bk 48 - - - -
2 - + - -
I PR 4 5 Bk 14 + - + +
1 - + - -
3 - - - -
3 itig

3001 SR A [R) 2 0 ™ D12 b ) s i R TS
Yo i

AHIFFEXF S L Hb XA [] 28 747 9 ™ D1 28 v )
T PR TR 5 G Ol U AT B, B Y 45 R R S
LLy s DX 9 7= DU 28 rp I i P R B TS g 1 O ™
JCHOE R H R = 25,60 B ah A ) 48 Bk @I i
PRI , BHME R R 80% o 3X 7] fig 5 KF Ll b 4b 15 ¥f 3
X, WA T TR AR B S A K R i SR
DURAE R —Fh AR BE B DE &7 B EE A, KRR
V5 e AL T TR AE R R s A G T
228 DU v g P T A9 A 38 L AR, 20 1 4
mn RS 2 Bk, AT RE S K I BT R VA T ME DL E BRI
I SRR B A K, BT DL AR B Bk — 2= 48 2 R ol 4 9k
el ZEE M RAT ., S T A WE I 7E i
V) 45 5300 Jom e Xof g 0 R HE A 7K Jm T A B 1 A% R
FEUR A TG W B b RIS PR IR B B AR Y h
B KA AR e 3R T N I s E AL B,
= R I =l N O (/N A R = B AR S NS
BN I B NG 57, > W 5l AR A I
3.2 [R]He VR A I B L 3 TR 0 A i

DL 43 B9 1Y 50 Bk P PR 28 RIS I P9I 11 Fp
O MIGHEEENT, )BT 7 A MIEH:0:1 F.0:2
#E.O:3 B .04 HE.O:5 BE.0:10 #F.0:11 #f, Hrp
O:17F.0:10 T 011 BEXA 11 #k, 3L 5 66% .
7 P LT DU 20 7= e 4 A 0 w1 R 2 2
FEME A o T R IS P S BRI i 7Y A A D)
FEXT LS 18 #R N IEME TR AT 13 k) T 0:3 ¥,
HH% 03:K6 %, 5 72.2% ,4 #kJE T 0:1 #,1 #

3.3 AN TR e VR B v ot B AR R g DR 0 A
I o P ST B AR R 32 O R T
POH BV LR (TDH) Al TDH A 56 %5 1l K (TRH) ,
AR RE R B P AR IR R . 1996 4FE 5, —FhBr
(4 TDH FEE ) 03:K6 &l i i 24 9K B B Ak 5 1 ik
TALEE YN | 36 YA 2 AN B A N I R AT, DESE
KX AT AR A orf8 FEIA 12 3 K] 4 i —
Tl BRE 5 P, (8 75 200 78 6T i S P 3 AN i it AR
FE ARG R AE 385 0 0 S AN IS R R AT
BRP EIHE A toxRS/new BE A i B R 4 1 5 B B
FHMERFHEEA" . WA BT LD xRS/ new
FE PR A A S ROTAT AR 1 0 R 78 43 £ 4, T orf8
S AEE R R AT R B A B &, A
W 5% v B F7 3 AR 0 &5 R B, 50k DU 4y B Bk
tdh .toxRS/new 1 orf8 Ky 25 ¥ B, A 4 2
Kt 2 Bk orh BHPE 5 18 BRI IR 43 B3 R h A 14 B
tdh (toxRS/new 1 orf83 Fft B 1 K& DAy BH P, U B X
18 #Rrh A 14 BE (5 77.78% ) J& T i AT 4k, Horp 13
(5 92.86% )k 03:K6 A1, 1 #k& O1:KUT #Y | i
W — R R B V) tdh BHE (toxRS/new % orf8 FH
PER) 03:K6 5 B HE I A7 BR A2 S L AR AT, X
45 30T 4F Ok [ 9 Ah B AR G AR i — B0 L 4 18
PRIG IR AR B, A 3 MR RAESOR R, = THESURMRIE A
BERAIFBOR M ALE, B AT A TE R, BRI
PR R AR ME A B0 A (H X IE AN R R R
P R A W AT 2% &R TR A IR BE T AR A
) BRI O P B A 2 M Y — A R, AT RE R R
IRBE AR B PR 5 4 0 1 R WS T B0
PR A% 587 AR ME RS 1 B0 R, 2T a0 o] 48 & IR IR
TR R R O R R R SRR Rt — A
WFo% o

S % 3Lk

[ 1] XIFHHE, BEof o, Bt , 5. 2003 45 o [543 5 0 3 X 2 45 iig
7= b T R AR B S YR B R S M [T R E A
A Fe i, 2005, 17(2) :97-99.

BRI, SRR . WV A A LU T I 5 I i O Y e
AT [T]. PRI, 2008, 23(7) :343-346.

[2]



R AR AR

—126— CHINESE JOURNAL OF FOOD HYGIENE 2011 4E%75 23 555 2

[3] "PHEEZRRELS RS, GB 4789.7—2003 & & LA M A4 and  molecular  characterization  of  toxigenic  Vibrio
S8 oA R (1 4 = I Al NS s = P L = A V1 parahaemolyticus from the Kii Channel, Japan[J]. Microbiol
#t,2003. Res,2006,161(1) :25-37.

[4] CHAO Guoxiang, JIAO Xinan, ZHOU Xiaohui, et al. [ 7] OKURA M, OSAWA R, ARAKAWA E, et al. Identification of
Serodiversity, pandemic 03; K6 clone, molecular typing, and Vibrio parahaemolyticus pandemic group-specific DNA sequence
antibiotic  susceptibility of foodborne and clinical ~ Vibrio by genomic subtraction [J]. J Clin Microbiol, 2005, 43 (7):
parahaemolyticus isolates in Jiangsu, China [ J]. Foodborne 3533-3536.

Pathog Dis, 2009, 6(8) ;1021-1028. [8] OKURA M, OSAWA R, IGUCHI A, et al. PCR-based

[5] NASUH, IIDA T, SUGAHARA T, et al. A filamentous phage identification of pandemic group Vibrio parahaemolyticus with a
associated with recent pandemic Vibrio parahaemolyticus 03 : K6 novel group-specific primer pair[ J]. Microbiol Immunol, 2004,
strains[ J]. J Clin Microbiol ,2000,38(6) :2156-2161. 48(10) ;787-790.

[ 6] MAHMUD Z H, KASSU A, MOHAMMAD A, et al. Isolation

%
2008 4 = I TR PR B

XA L, SRR, AL BRBM, R A M2 E ARE, AT
(EETRFTE =4 F0, Ll 200336)

i E:BM THLEETRBREABAAHIL. HiE RAAAREBERRREMSE 3 EREN ERBENTS

MiBmAEREN PO FAEARBEHRAS AEZEEFRAEAVEHEZT AL RAD TPERAFHRLRESE

Fikmoka, R LETHRERE ﬁ‘riaga%#zii%w 26.2%0 Fh 5 & A 40.2% | B Wi T4 B R A

B 3K M) @) 75 VIR B FRME A 2.95% WV IT R MM & 0.53% , % 3 A 3 A 75 kiR E 5 A A 15.91%0.9. 97%o,

ik A5 81 157 & /374 449.07 L LRV 2454 21 416 £/80 926.62 4, A4 P &R K F4 16 #2488 A, B

MEREFS5—I10 ARRBRMBEZL AL, FINLAINEMIKEAMRBERESG%E, £if LETRLREEREN
EARBE LETRRMEABE AL FRAE 2R 24 N0S 22 RAEHEH 5 GE Tk

KR R R R LS s SR

hE 4 EE.R37; TS2 M EkFRIAD ;A NERS:1004-8456(2011)02-0126-06

Surveillance of foodborne disease in Shanghai in 2008
Liu Hong, Lu Yi , Gao Weiwei, Lu Donglei, Duan Shenggang, Wu Chunfeng, Xing Zhihui,
Yuan Weijia, Qin Luxin
( Shanghai Municipal Center for Disease Control & Prevention, Shanghai 200336, China)

Abstract: Objective To obtain the data of foodborne disease incidence from a multipurpose surveillance in Shanghai.
Methods Active symptom surveillance of foodborne diarrhea in community residents, rectal swab test for diarrhea
outpatients in hospitals, the absence of students from diarrhea in primary and middle schools, the sale of berberine and
norfloxacin in pharmacies and the reports of food poisoning outbreak from networks were applied. Results The incidence
of foodborne diarrhea in Shanghai community residents was 2. 62% and the rate of visiting doctors was 40. 2% . The positive
rate of Salmonella and Vibrio parahaemolyticus from rectal swabs in diarrhea outpatients were 2.95% and 0.53% ,
respectively. The absence rate from diarrhea in primary and middle school students were 1. 59% and 1. 00% respectively.
Berberine and norfloxacin sold in pharmacies were 81 157 packages ( ¥374 449) and 21 416 packages ( ¥ 80 927)
respectively. Sixteen outbreaks of food poisoning involving 488 people were reported. The results of the surveillance showed

that the peak of foodborne diarrhea incidence from May to October was also the peak of positive rate of Vibrio
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