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Molecular epidemiological survey with pulsed-field gel electrophoresis on two simultaneous
but allopatric food-poisoning accidents caused by Salmonella enteritidis
Huang Yan, Sun Guijuan, Tang Zhenzhu, Li Xiugui, Wang Hong
( Guangxi Zhuang Autonomous Region Center for Disease Control and Prevention,

Guangxi Nanning 530028, China)

Abstract: Objective To study the molecular epidemiology of two Salmonella enteritidis strains in two food-poisoning
accidents occurred at the same time but separated in a distance of 210 kilometers away from each other. Methods Eight
S. enteritidis stains isolated from patients and food residues in two food-poisoning accidents were identified, and single
colonies were picked out to multiply on agar plates. The total DNA of isolates was digested with restriction enzyme Xba I,
and run pulsed-field gel electrophoresis ( PFGE). The DNA fingerprints of different stains were compared by using
Bionumerics 5. 1. Results The DNA fingerprints of 8 S. enteritidis belonged to two PFGE patterns. The fingerprints of 5
stains isolated from D town were consistent and also that of 3 stains from P town, but the PFGE patterns from different towns
were varied in four bands. Conclusion This two food-poisoning accidents were caused by S. enteritidis with different
PFGE patterns, so they were not infected by the same contaminated food source. The PFGE technology can be effectively

applied in tracing suspected sources of food contamination and in investigating food-poisoning with molecular epidemiology.
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Figure 1 PFGE pattern of partial S. enteritidis isolated

from food-poisoning accidents
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Figure 2 Molecular subtypes of S. enteritidis isolated

from food-poisoning accidents
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