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Abstract : Objective To develop a method for rapid detection of Enterobacter Sakazakii from contaminated food by real-

Time PCR with molecular beacons. Methods The zpx gene of Enterobacter Sakazakii was amplified with PCR reaction

system containing a molecular beacon probe labeled with FAM at its 5’'end and with TAMRA at its 3"end; and then the

reaction system was established for rapid detection of Enterobacter Sakazakii. Results The reproducibility of the method

was good and no non-specific amplification. The sensitivity achieved 180 fg/PCR reaction system for the DNA and 10’ CFU/

ml for the pure culture of Enterobacter Sakazakii. . There was no cross-reaction with other bacteria, only 2 of 23 tested

samples were positive, and the result of this assay was consistent with other traditional methods. Conclusion The real-time

PCR with molecular beacon assay is rapid, sensitive, and specific for Enterobacter Sakazakii detection, and can be used for

rapid microbiological analysis of Enterobacter Sakazakii in powdered infant formula.
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Figure 2 The real-time PCR amplification curves

for the DNA of different strains
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Figure 3 The real-time PCR amplification curve for the DNA

of different concentration of Enterobacter Sakazakii strains
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