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Prevalence and genotyping of Norovirus in environment
and food handlers of catering services and hotels
JI Yanli, WANG Yongquan, CUI Haiyang, JIN Bo
(Xicheng Center for Disease Control and Prevention, Beijing 100120, China)

Abstract:; Objective To investigate the prevalence and genotyping of Norovirus in environment and food handlers in
catering services and hotels. Methods A total of 40 catering services and 10 hotels were selected as the sampling sites in
this study and 4 environment samples and 2 food-handler fecal samples were collected from each site. RNA was extracted
and preliminary analyzed for Norovirus by real-time polymerase chain reaction (PCR). Partial opening reading frames 1
(ORF1) sequences were amplified by reverse transcription-polymerase chain reaction (RT-PCR), followed by sequence
and phylogenetic analysis. Results One mop sink swab out of 200 environment samples (0.5%, 1/200) and 3 out of
100 food handlers fecal samples (3.0%, 3/100) were positive for Norovirus. The genotyping of Norovirus revealed that
one belonged to GII. 17 genotype and two belonged to GI. 3 genotype. Conclusion The transmission risk of Norovirus in
catering services and hotels should be paid more attention to and hygienic management should be strengthened. Health

education of food handlers to prevent the transmission of Norovirus should be strengthened.
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Table 1  Reference sequences of Norovirus
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KX458103 PoHuTejo2015 GL9 % oF 2015 4F
KX907730 Hu/USA/2014/GL. P7_GL. 7/GA5043 GL7 e 2014 4F
KF429765 Hu/GIL. 1/8 W/1968/USA GL 1 eS| 1968 4F
LN854563 G1/Hu/NL/2011/Gl. 4/ Groningen Gl 4 faf % 2011 4
1Q388274 Hu/GI. 6/Kingston/ ACT160D/2010/AU GL6 I 2010 4
KF306212 Hu/GL. 2/Jingzhou/2013401/CHN GlL.2 CHE| 2013 4F
LN854568 GI1/Hu/NL/2014/GIL. 6/ Groningen GIL 6 faf 2% 2014 4
GU131223 Hu/NoV GII/Alingsas/p1/2009/SWE GIL9 Fii g 2009 4
GU017905 Hu/GIl. 14/8560/Maizuru/2008/JPN GIL 14 HA 2008 4F
HM635119 Hu/GIL. 7/Seoul/0342,/2008/KOR GIL. 7 G| 2008 4
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KR007960 Hu/GII. 12-GII. 1/B1341/TH/2014 GIL 12 EE| 2014 4
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Table 2 Detection results of Norovirus
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