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Progress of chromosomally mediated multiple antibiotic resigance
in Salmonella typhimurium
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Abgract : Chronoomally mediated multidrug ressance in Salmonella typhimurium is generaly attributed to
the overexpresson of the acrAB locus and the mutation in topoi omerase genes. The acrAB locus encode the
dflux punp AcrAB , which corfers multidrug tolerance , ocontrolled by the regulon marRAB. Mutetion in the
gyrase and topoi omerase IV lead to fluoroquinolones resgance , mainly arise in gyrA and parC genes.
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