PFGE

( , 350001)

: hy pcA pcB  pfA
(PFGD) hy pcA pcB  pfA 4 ,

(PCR) 61 2 ,  PusNe
7 PFGE 61
hy® plcA™ pcB™ pfA™ 2 hy" plcA® pcB™ pfA~
hy " pcA” plcB™ pfA~ 7 PFGE 5
hly picA pcB  pfA ( 2
7 2 PFGE , ,

PFGE

Vir ulence- Associated Genes and Mdecular Sub- Typing of Listeria monocytogenes in Foods
CHEN We-wel , HONGJin-chun, ZHANG Qiao-ji , YANG Yu-huan , MA Qun-fei
(Fujian Provincid Center for Disease Prevention and Control , Fujian Fuzhou 350001 , China)

Abgract : Objective To undergand the viruence-asociated genes and the molecular sub-typing of the Listeria monocytogenes
iolated from foods in Fuian Province. Method 61 drainsdf L. monocytogenes and 2 drainsdf presunptive L. monocytogenes
ilated from rav meats were subjected to PCR assay for four viruence-asociated genes, hly, picA, plcB and prfA. 7 of the 61
drainsof L. monaocytogenes were gerotyped by PulseNet pusedfidd gel dectrophoress (PFGE) . Results  The PCR assay
reveded that the 61 drainsdf L. monocytogenes possesxed dl the four viruence-asociated genes, hly, plcA, plcB and picA the
2 drainsdf presurptive L. monocytogenes were hly ™, picA™ |, pidB™, pfA” and hly” , pcA™ , pcB™ , pfA~ by PCR.
PFCE divided 7 drains o L. monocytogenes into 5 different gerotypes. Conclusion  The 61 drains o L. monocytogenes
posesxd dl the four viruence-asociated genes, indicating their pothogenicity. The 2 drains of presunptive L. monocytogenes
were corfirmed as L. innocua by further sudy. The viruence genestargeted PCR holds a good promise as a rgpid and reliable
method for further identification of L. monocytogenes. 2 pairsdf the 7 grainsaf L. monocytogenes genotyped by PFGE have been
identified having same pul otype and have been found previoudy in chicken products from the same factory. Deite different in
time and place, this finding indicaes that the PFGE method can be used for further invedigaion of the source and route of

trangmisson of L. monocytogenes in the frozen chicken produced by thet factory.
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Sudy on fingerprint of Six grains of Salmonella Using PFGE
WANG Ying, QJ Qi-fang, LIU Cheng, ZHOU Pe-jun, ZHANG Me-ying
(Shanghai Municipal Center for Disease Prevention and Control , Shanghai 200336, china)

Abdract : Objective To draw the fingerprint of Sdnondla o different serotypes by PFGE, for researching their source.
Method Sx different serotypes of SAmonellawere made into plugsfirg. Then pure DNA was obtained with proteinase K and cut
DNA using redriction enzyme Xba . Fingerprint was produced uing Che Mapper (Bio-Rad). Fndly, the source of these
grainswere andyzed usng the software-Quartity One™ . Results The source of dl strainswere expressed in smilarity codficient
and percentage. Concluson PFCEisa very usfu method to andlyze the ource of bacteria caud ng foodborne di seases.

Key wor d: Sdnondla; Bectroploress, Gd , PUsed-Fedd; Genes, Homeolox ; Bacteriological Techniques
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