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Abgract ;. The sendtive, rgpid, autometed and increasngy easy-to-use molecular typing methods were developed in recent
years. Molecular typing methods not only inprove the ahilities to detect and track human ligerioss out breaks, but d< provide
tools to track urcesd Listeria monacytogenes contamination throughout the food sysem. The highlights key agpects of nolecular

typing methods for different Listeria monocytogenes were reviewed.
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