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Sudy on Comparison of 16S 23Sr RNA Gene ISR Sequence of Pseudomonas cocovenenans
subsp farinofermentans Srains and Burkholderia gladioli Srains
JIAO Zherrquan, CAO We , YU Dong-min, LIU Xiu-mei , WANG Xiao-ying
(Nationa Ingitute for Nutrition and Food sety , Chinese CDC, Beijing 100050 , CHina)

Abdract : Objective To gudy and andyze the differences among the drains in the genus Burkhdderia a gene levels by
oomparing 16S 23S rRNA gene intergenic pacer regon (ISR) sequences of  Pseudomonas cocovenenans subg farindermentans
drainsiolated in Chinese foods and Burkholderia gladidi nodd grains. The phylogenetic rdaionships o them were expounded.
Method Two pairsd gecific primersfor the genus Burkho deria were dedgned and 16S 23S rRNA gene ISR sequences were
anplified for the drains. 16 - 23SrRNA gene ISR sequencesdf 3 internationd reference grains repreentative o the three different
pathogenic drains of Burkhdderia gladioi (ATOC10248, NCPAB 947, NCPAB3580) , and 1 drain of B. phenazinium
(LM@&247) and 8 dransdf Pseudomonas cocovenenans subsp farindermentans iolates (HN2y (ol4 (08 036 8801
90-3 5 (2) 56 (2)) from the dfferent samples of food-poioning in China were determined. The total sequences were
oconpared and andyzed with the relative drain sequencesin the GerBank by the nolecular hiologca andyzing oftware. Results
Two highly variable ISR regons and the DNA gecific sequences asociated with ilate grains produced the Bongkrekic acid
were found. The results of the DNA sequences were submitted to the GerBank. The phylogenetic tree of the iolates and the
Burkhoderi gladidi were illugrated. Conclusion New and reliable theory and techrology supports were provided for the further
gudy o the idertification of Pseudomonas cocovenenans subg farindermentans i olates produced Bongkrekic acid, research into
their mechaniams in nolecular levels and their phylogenetic reaionships.
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1.1.2 10 x PCR Tag MK IKA
dNTPs DNA DNA 1.1.3 DNAman 5.0 TreVien32
Promega ; Lynron Biogoft
(BB) Sgma ; ABI 1.2
PRISV® BigDye™ Terminaor Oycle Sequencing Ready  1.2.1 PCR
Readion kit with ArrplitaqR DNA polymerae FS 16S 23S DNA )
PERKIN BEELMER ; Pda 2 - DNAman ,
16S PRjal- 23S, 2;PCR 16S 23S TrRNA ,
Whatman Biometra ; \ 2
Bio - Rad : THZ- 82 Pdal- 165Rja2- 23S PRja2- 169
: ABI PRISV™ 377XL Rjal - 23S, 2, 745 bp
DNA sequencer PERKIN HLMER ; 699 bp DNA
DYY- IlI-5 ;
2
Pjal- 16S 16S rDNA 5 > ATC AGC ATG CCG CGG TGA AT <3
Rja2- 165 16S rDNA 5 > CGT CACACC ATG GGA GT <3
Rjal- 23S 23S IDNA 5 > TOC ACC ACA TGC ACT TGT TC <3
Rja2- 235 23S DNA 5 > CCA CAT GCA CTT GIT CGC TT <3
1.2.2 DNA 0.1m DNAman , )
- 80 FDA , 35 24 Genbank
48 h, , DNA Sar  Treview ,
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B , )
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1.25 PCR PCR
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,  Genbank 2.3 16S 23SrRNA
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