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Abstract: Objective To carry out the Vibrio parahaemayticus islaied from marine products, cultured water and dlinical
patients by pherotyping quditative and quartitative andyss combined with toxin genes detection. Method By meansd VITEK
identification , MPN methods, chiorine iron concentration (IC) andyss, R72H gene fragment and tdh  trh toxin genes detected
by PCR. Results Onthe dde df quditative and quartitative resuts, Datum manifeded that 98.5 % o Vibrio parahaenlyticus
ilates ddn’ t ferment arabinose, which differed from guidance of USFDA manud. Two ilates contained trh gene had been
detected from Oyder that contaminated in high MPN ( =24 000/100 g) . Postive ratesdf cultured water were 23/30, 6/8 sarples
were postive whose meansdof concentration of chlorine iron were 3 160 mg/L , collected from certain region , were remarkably lower
than concentration 30 g/L that cultured in vitro. On the other sde of gene detection resuits, R72H gene fragment detection results
VITEK identification results corregpond with. Total 13 of idlations camefrom dlinica reource contained tdh gene. Ratesdof which
oontained tdh trh toxin genes of marine products, cultured water and clinica ilaion were 6.7% 0% 15.4%,
repectivdy. Concluson  Invedigation of above characteridics of Vibrio parahaemdyticus ilated from marine products
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and cultured water taked a inportant role o tracing to the urce of outbreaks and supplied database egablishment with usful

iformetion.
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