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Molecular typing of Laribacter hongkonggensis isolated in Guangxi province by
pulsed-field gel electrophoresis
Sun Guijuan Huang Yan Tang Zhenzhu Lu Guining Su weidong Gan Yongxin
( Guangxi Zhuang Autonomous Region Center for Disease Prevention and Control

Guangxi Nanning 530028 China)

Abstract. Objective To study the molecular typing of Laribacter hongkonggensis by pulsed-field gel electrophoresis
(PFGE) and to find out the relationship of 7 strains of L. hongkonggensis isolated from fishery products in Guangxi on
2005. Methods Total DNA of each isolate was digested with restriction enzyme Not I and the DNA fingerprints were
obtained by running PFGE. These fingerprints of different stains were compared and their relationship was investigated by
BioNumerics 5.1 clustering. Results Seven strains of L. hongkonggensis were attributed to six PFGE pattern
combinations. One isolate from Nanning and another one from Hechi were homologous with 100% similarity. Conclusion
PFGE is an effective way for molecular typing L. hongkonggensis and is helpful in discovering the epidemiology and
transmission of this bacteria. Waterfowl might be an important medium in the spreading of L. hongkonggensis.
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