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Molecular characteristics of ciprofloxacin and cefotaxime co-resistant
Salmonella isolates in broiler flocks
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(Key Laboratory of Food Safety Risk Assessment of Ministry of Health, China National Center
for Food Safety Risk Assessment, Beijing 100021, China)

Abstract: Objective To investigate the prevalence and characteristics of ciprofloxacin and cefotaxime co-resistant
Salmonella isolates in broiler flocks. Methods Ciprofloxacin and cefotaxime co-resistant Salmonella isolates were selected
from isolates recovered from cloaca or rectal swabs and environment samples collected from 4 different districts in Henan
Province. Ciprofloxacin and cefotaxime co-resistant Salmonella isolates were subjected to antimicrobial susceptibility
testing, phylogenetic analysis and further characterized by screening for B-lactamase genes and quinolone resistance
determinants by PCR and followed by DNA sequence analysis. Results Totally, five ciprofloxacin and cefotaxime co-
resistant Salmonella isolates were recovered from 52 isolates, which all belonged to Salmonella Indiana. There were two
antimicrobial resistant profiles which were AMP-CAZ-CHL-CIP-CTX-GEN (n =1) and AMP-CAZ-CHL-CIP-CTX-GEN-
SXT-TET (n =4). Point mutations in topoismerase encoded genes gyrdA and parC were identified, and all isolates carried
plasmid-mediated quinolone resistance genes, including 0ogxAB and aac (6') -Ib-cr, but qnrA, gnrB, qnrS, qnrC, qnrD
and gepA were not detected. All of the five cefotaxime-resistant Salmonella were due to the production of plasmid borne
blayy yes- Conclusion  The extensive prevalence, complicated quinolone resistance mechanisms of isolates and the
possible transmission of bla .y, s were existed in broiler flocks and environment. In order to clarify the farm-table-patient
resistant relevance chain of infection transmission and to provide a scientific basis for antibiotic medication in clinical, the
continuous surveillance of multidrug-resistant Salmonella in broiler flocks should be carried out.
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Table 2 Prevalence of Salmonella from broiler flocks

2
2.1

in four different regions in Henan Province
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Table 3 Distribution of serotype of Salmonella from

broiler flocksin four different regions in Henan Province
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Table 4  Distribution of cefotaxime and ciprofloxacin
co-resistance of Salmonella from broiler flocksin four different

regions in Henan Province

H X WU A MR R BB % o7 BRI E L 5] %
) BE T 1 1.19(1/84) 6.67(1/15)
- E 4 3.64(4/110) 25.00(4/16)
PR T 0 0.00(0/72) 0.00(0/6)
JA 0 0.00(0/72) 0.00(0/15)
At 5 1.48(5/338) 9.62(5/52)
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| 1 WU p1ss  7A AMP-CAZ-CHL-CIP-CTX-GEN-SXT-TET ~ 64 gyrA(S83F, D87N), parC(T57S, SBOR)  aac(6')-Ib-cr CTX-M-65
| D3 38 AMP-CAZ-CHL-CIP-CTX-GEN 16 gyrA(S83F, D87N), parC(T57S, SB0R) aac(6')-Ib-cr CTX-M-65
D156 7H AMP-CAZ-CHL-CIP-CTX-GEN-SXT-TET 32 gyrA(S83F, D87N), parC(T57S, SBOR)  aac(6')-Ib-cr CTX-M-65
D185 114 AMP-CAZ-CHL-CIP-CTX-GEN-SXT-TET 64 gyrA(S83F, D87N), parC(T57S, SB0R) aac(6')-Ib-cr, ogxAB  CTX-M-65
D186 11H AMP-CAZ-CHL-CIP-CTX-GEN-SXT-TET 32 gyrA(S83F, D87N), parC(T57S, S80R) aac(6')-Ib-cr CTX-M-65

o AMP &RV AR CAZ Sk Fafh b ; CHL: S0 K s CIP . N P 2 ; CTX : Sk JWE N5 ; GEN: PR K85 % SXT: & iy #ii B TET: (WA K 5
MIC : $5e /N0 B e B
B 15 BRI TS Vb 2L S 6 6 5 Tt 24 1) CR AR L AN VD T T B 1 PFGE 325 1

Figure 1

PFGE patterns of five Samonella Indiana isolates that are resistant to both ciprofloxacin and cefotaxime
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Isolation and identification of Clostridium from whey protein concentrate and its products
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Abstract; Objective

concentrate ( WPC) suspected to be contaminated with C. botulinum and WPC-based products,

from Beijing market. Methods

microscopic and electron microscopy characteristics,

desorption/ionization time-of-flight mass spectrometry ( MALDI-TOF-MS) methods.
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Clostridium was isolated and characterized from powdered infant formula ( PIF)

Clostridium isolates were characterized by morphological characteristics,

biochemical test,
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, whey protein
as well as PIF collected
gram’s stain,
16S rRNA sequencing and matrix-assisted laser

Results Among 78 samples, 16
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