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A comparative study of Roche LightMix® Kit and the industry
standard method (SN/T 2626-2010) for the detection of Norovirus
LUO Hai-peng', KANG Min-hua’, YU Hai-yao’, GAO Fei', REN Xiu', YU Wen', CUI Sheng-hui'
(1. National Institute of Food and Drug Control, Beijing 100050, China;
2. Roche Diagnostics ( Shanghai) Limited, Shanghai 201101, China;
3. Jilin Province Inspection Center for Food and Drug, Jilin Changchun 130012, China)

Abstract; Objective To compare LightMix® Kit Norovirus detection kit from Roche diagnostics company ( hereinafter
referred to as “Roche method” ) with different methods of standards and norms. Methods Two hundred and twenty-seven
stool samples of diarrhea patients and 158 shellfish samples from retail markets were detected by Roche method and
SN/T 2626-2010 detection of Norovirus at frontier port reverse transcription polymerase chain reaction to detect Norovirus
method (hereinafter referred to as SN/T method ). By parallel detection, the differences between the two methods were
compared. Results For stool samples, about 27.2% (59/217) stool samples were positive by Roche method, while
17.5% (38/217) samples were positive by SN/T method. The consistence between the two methods was 85.7% and the
detection rate of Roche methods was significantly higher than that of SN/T method (P <0.05). For shellfish samples, about
32.9% (52/158) shellfish samples were positives by Roche method and 30.4% (48/158) samples were positive by SN/T
method. The consistence between the two methods was 87.3% and the detection rate had no significant difference (P >0.05).
Conclusion The Norovirus contamination of shellfish samples from retail market was high. Roche method was rapid,
simple, sensitive and reliable to detect Norovirus, and was worthy to promote in food microbiology testing industry.
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Table 2 Results of two methods for detection of

Norovirus in fecal samples
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Phylogenetic analysis of Norovirus amplification sequences from fecal specimens and shellfish samples
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Table 3 Results of Norovirus detection in 158 samples
of shellfish
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Table 4 Results of Norovirus detection in shellfish
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Screening and characterization of Staphylococcus aureus isolates inhibited on Baird-Parker agar
YU Hai-yao"'?, LUO Hai-peng’, REN Xiu’, ZHANG Qing-sheng’, DING Hong’,
MENG Qing-qun', WANG Yu-jie', LEI Xiao-li', CUI Sheng-hui’
(1. Jilin Province Inspection Center for Food and Drug, Jilin Changchun 130012, China;
2. National Institute of Food and Drug Control, Beijing 100050, China)

Abstract ; Objective To characterize the Staphylococcus aureus (S. aureus) isolates that were inhibited on Baird-Parker
agar and propose the possible solutions for the enumeration of these isolates. Methods The isolates inhibited on Baird-
Parker agar were identified from 127 S. aureus isolates from different sources and eight S. aureus reference strains. The
characteristics of these isolates were analyzed and the inhibitory effects of the components in Baird-Parker were determined.
Results Three S. aureus isolates from the ground pork samples in Beijing and a reference strain S. aureus (CMCC 26112)
showed poor growth on Baird-Parker agar. The glycine (12.0 g/L) in the Baird-Parker agar could inhibit the growth of
these four isolates, and the supplement of sodium pyruvate, lithium chloride and egg yolk potassium tellurite didn’t inhibit
the growth of these isolates. These four isolates showed over 60% growth rate on mannitol salt agar and chromogenic agar.
The pulsed field gel electrophoresis ( PFGE) showed that three isolates from Beijing had the same PFGE pattern which was

significantly different from the pattern of (CMCC 26112). Conclusion To guarantee the good coverage of the national
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