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Investigation and identification of a mushroom poisoning case
ZHOU Houde, LIU Yang, YOU Xingyong, LIU Daofeng, LIU Chengwei
(Jiangxi Provincal Key Laboratory of Foodborne Disease Diagnosis, Jiangxi Provincial Center

for Disease Control and Prevention, Jiangxi Nanchang 330029, China)

Abstract; Objective To investigate a case caused by mushroom poisoning and identify the mushroom in Qianshan,
Jiangxi Province. Methods The case was studied with the epidemiological investigation, clinical treatment data, and the
suspicious mushroom samples were identified by morphology and molecular biology. Results  The epidemiological
investigation showed that all the patients ate mushrooms picked by themselves, the incubation period was about 4 hours,

and the typical symptoms included gastroenteritis, vomiting and so on. After treatment with fluid support, corticosteroid,
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liver protection, all patients recovered after 3 days. The molecular biological evidence showed that the samples were

probably Chlorophyllum molybdites. Conclusion The case was caused by Chlorophyllum molybdites poisonous mushroom.

The poisonous mushroom species could be identified combined with epidemiology, morphology and molecular biology

method.

Key words: Mushrooms; Chlorophyllum molybdites ; molecular identification; food poisoning cases; investigation; Jiangxi
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Local spatial regression analysis of mushroom poisoning in Hunan Province from 2014 to 2016
LIANG Jinjun', SHI Wenpei’, DUAN Hongho', LAI Tianbing', LIU Hengzhuo
(1. Hunan Provincial Center for Disease Control and Prevention, Hunan Changsha 410005, China;
2. Xiangya School of Public Health, Central South Universit, Hunan Changsha 410005, China)

Abstract: Objective To analyze the outbreaks of mycetism in Hunan Province from aspects including temporal-spatial
distribution and risk factors, and to provide scientific basis for the control of mushroom poisoning. Methods Surveillance
data was acquired on mushroom poisoning in 122 districts and counties in Hunan Province during 2014 and 2016. Software
ArcGIS 10.2 was used to establishi geographic information database of cases and spatial regression was conducted.
Results 4 081 cases of mycetism was reported in the 122 districts and counties in Hunan during 2014 and 2016, the
average annual incidence was 2. 01/100 000, the average case fatality rate was 0. 61% (25/4 081), and most of the cases
occurred during June and September. Spatial aggregation of cases was detected with Moran’s / =0.327, P <0.01. Spatial
regression showed that incidence of mushroom poisoning was in positive correlation with average annual temperature,
number of health institutions per capita, number of secondary school students, and in negative correlation with number of
faculty and staff in secondary schools. Conclusion Hunan was among the high mycetism prevalence areas in China. There

was spatial aggregation of incidents. Incidence of mushroom poisoning was in positive correlation with average annual
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