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Investigation and analysis on the poisoning of Entoloma omiense
WU Chunlei', HUANG Xinyou', ZHANG Zhiping', LIN Feng', GAO Jianlong’, HUANG Minghui’,
YANG Mingjian', ZHANG Yongkai'
(1. Nanping Center for Disease Control and Prevention, Fujian Nanping 353000, China;
2. Shaowu Center for Disease Control and Prevention, Fujian Shaowu 354000, China)

Abstract; Objective To provide the basis scientific evidence for the timely response of this kind of poisoning incident
by field epidemiological investigation and the identification of poisonous mushroom of two poisoning incidents in Shaowu,
Fujian Province. Methods Case data, field epidemiological investigation data and suspected poisonous mushroom samples
were collected for morphological and internal transcribed spacer molecular biological identification, and the event was
analyzed and managed. Results On September 1 and 2, 2018, two mushroom poisoning incidents occurred in Dafugang
town and Xiaojiafang town, Shaowu City, 3 villagers ate wild mushrooms and suffered from nausea, vomiting, dizziness,
excessive sweating, abdominal pain, diarrhea and other symptoms within 0.5 to 1.5 hours after meals. They were sent to
the hospital for treatment and diagnosed as mushroom poisoning. Gastroenteritis and choline poisoning were the main
poisoning manifestations. After admission, patients were given symptomatic support treatment and discharged from the
hospital at 3-4 d. The sample of poisonous mushroom was identified as Entoloma omiense by morphology and molecular
biology. Conclusion Two poisoning incidents were caused by eating Entoloma omiense by mistake. The research on this
kind of mushroom should be strengthened to prevent the occurrence of this kind of poisoning.
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Figure 1 Macrostructure basidiomata of Entoloma omiense
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Figure 2 Microstructure basidiospore of Entoloma omiense
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Table 1 ITS sequences that were applied to build phylogenetic tree
G i , HITE /2 R Ee e
SW20180901-2 SW20180902-3

Entoloma omiense 99. 84 99. 02 ZR1.20151352_2 LT716036. 1
Entoloma omiense 99. 83 99. 00 GDGM27229 JQ291566. 1
Entoloma omiense 99. 66 98. 81 GDGM27563 JQ281487. 1
Entoloma abortivum 84.97 85.24 GDGM27313 JQ291565. 1
Entoloma abortivum 84.97 85.24 HMJAU1955 JQ281483. 1
R Entoloma undatum 85.02 85.11 16854 JF908007. 1
Entoloma platyphylloides 85.02 85.11 14740 JF908003. 1
Entoloma byssisedum 84.74 85.21 — KY777389. 1
Entoloma abortivum 84. 49 84.76 NAMA2017-114 MH979321. 1
Entoloma ravinense 84.53 84.63 — KX387622. 1
Entoloma minutisporum 84.41 84. 68 ST258 MKO044846. 1
Entoloma sericeoides 84.26 84. 49 16686 JF908006. 1
AN eH B Russula virescens 93. 30 93. 30 JMP0079 EU819437. 1
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7219Q291565.1 Entoloma abortivium
981JQ281483.1 Entoloma abortivum
MH979321.1 Entoloma abortivum
JF908007.1 Entoloma undatum

.|| 801JF908003.1 Entoloma platyphylloides
KY777389.1 Entoloma byssisedum
KX387622.1 Entoloma ravinense
MKO044846.1 Entoloma minutisporum
JF908006.1 Entoloma sericeoides
LT716036.1 Entoloma omiense
JQ291566.1 Entoloma omiense
JQ281487.1 Entoloma omiense
SW20180901-2
SW20180902-3

EU819437.1 Russula virescens
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Figure 3 Phylogenetic tree based on ITS sequence
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