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Comparison of a PCR-based Salmonella serotyping kit with traditional serotyping methods
DING Fenglan', LIU Jiangshan®, ZHANG Xiaofang’, QU Lianhai’
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Abstract: Objective

To evaluate the efficacy of a polymerase chain reaction (PCR) -based rapid serotyping kit,

compare it with traditional serological identification methods, and provide a more efficient and convenient method for serological

identification of Salmonella. Methods

Fifty nine Salmonella strains were selected from the strain library of our

laboratory, and all the strains were typed and identified using the Salmonella serotyping PCR kit and the traditional serum

agglutination method, and the coincidence rates of the two typing methods were compared. Results

All 59 Salmonella

strains were typed by traditional serum agglutination methods, and the typing rate was 100%. All 59 strains were

successfully typed by the Salmonella serotyping PCR kit with a typing rate of 100%. The coincidence rate of the two

methods was 100%. Conclusion The Salmonella serotyping PCR kit can achieve a high typing rate, greatly shorten the

detection time, reduce the workload of routine serotyping and expensive serum consumption, and save costs. It can be

used as a rapid serotyping method for Salmonella application.
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Table 1 Information on 59 Salmonella Strains

T PR 44 B B OWMa®R F5 AR 44 Bk

1 CICC 10420 21 ERGESY 41 7351-16

2 CICC 10437 22 A% 3 42 May-52

3 CICC 10867 23 FRAiJE 4 43 DPCS

4 CICC 10871 24 B 57 45 44 11

5 CICC 21481 25 7B 45 13

6 CICC 21482 26 ERVESR 46 14

7 CICC 21483 27 k-1 47 15

8 CICC 21484 28 k-3 48 25

9 CICC 21485 29 Ak 2-1 49 26
10 CICC 21486 30 k341 50 HN-2
11 CICC 21487 31 kL 3-3 51 HN-6
12 CICC 21488 32 Wk 4-1 52 A-7
13 ATCC14028 33 T kL 4-3 53 AC-11
14 ATCC9150 34 ik 5-4 54 156
15 ATCC13076 35 14028 55 dm3
16 196 36 7230 56 QB5
17 626 37 Apr-51 57 H2004
18 114 38 Jun-51 58 7434-1
19 A-3029 39 Jul-51 59 WS-1
20 A %E 1 40 Sep-51
1.2 ¥
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Table 2 Comparison of the results of two serum identification methods for 59 Salmonella strains

aes TR 45 B 8 45 1 37 V5 A K T &% PCR it 7 & 4G 45 41
1 CICC 10420 A FE VD TG TR ERGESUIRNNG |
2 CICC 10437 AR FE VD 1T G T CHRIEN O FE VDT T IR B
3 CICC 10867 ESUINNG ESARINE)
4 CICC 10871 ESSAmEEM <} ESUIRIN|
5 CICC 21481 BILU I TR BILWITIRE
6 CICC 21482 LV TR BLYP T A
7 CICC 21483 G ZE VD T G TR ERGESUIRNNG |
8 CICC 21484 G FE VD T G T ERGESUIRNN |
9 CICC 21485 TRV T TR T FEAR VT G
10 CICC 21486 ZHRPUTTIRH KRB VTR
11 CICC 21487 T PELR VTR ARV TG
12 CICC 21488 ISR TR HIERV TR
13 ATCC 14028 A ZE T ICTR ERGESUIRNN: |
14 ATCC 9150 AL R0 FE V0 1T G A R R 1 FE U T TG T
15 ATCC 13076 W R UD T ] I T B RV
16 196 R ZEVD T G ERGESUIRNEN: |
17 626 R U TT KB i R TTIR T
18 114 RSN ERGESUIRNEN: |
19 A-3029 ISR TR HIERW TR
20 ERGESS ERGESUIRNAN | ERGESUIRNN: |
21 ERGES) RAIEVD T TR ERGESUIRNN: |
22 ERTESK ERESUIRNA | ERGESUIRNN |
23 RGeS RSN | ERGESUIRNET: |
24 Fi 53 4 B BT 20 V0 17T PR i BT 24 V0 17T G TR
25 i 4% W R U 1] IR B 7B SR
26 FA %€ 5 ERGESUIRNAN | ERGESUIRNN: |
27 Tk 1-1 B[ 5T 2 V0 1] ER R B[ 53 40 V0 1] R B
28 Tk} 1-3 B[ 52N VD 1] R R Faf 5 4l U 1] T
29 T B 2-1 P TN NEN) U DTV ]
30 Tk 3-1 I ARy WA B[ 5T 40 V0 1] [ B
31 TR 3-3 B[ 5T 2 70 1] IR B B[ 5T 40 V0 1] [ B
32 Tk} 4-1 B[ T2 U0 1] IR B B[ 53 240 V0 1] IR B
33 ik 4-3 B[ 53 2 U0 1] 1R B B[ 3 40 V0 1] [ B
34 Tk 5-4 HAREA RN U DLV ] B
35 14028 A FE VD T G TR R E SN
36 7230 IR VLU T G FEIR VDT R
37 Apr-51 FRBVTTIRE ERBUVITICHE
38 Jun-51 BLY TR BLU TR
39 Jul-51 W R U 1T IR B W RUD TR B
40 Sep-51 KAG VST A KAG VDT R
41 7351-16 M 500 1 IR T o R UD TR B
42 May-52 BOLV TR BILW T IR A
43 DPCS IR LY T I HEIR YD T R
44 11 W ELAB VD 1T G TR R IRV T IR B
45 13 T FELR VTG BV TG
46 14 ERGESUIRNEN | ERGESUINNEN: |
47 15 ISR TR IRV TR
48 25 o R VDT B W R UD T
49 26 W 5 V01 IR W RV TR
50 HN-2 ENES v T G ENEE AN ] IR
51 HN-6 FARB U TTIRE BV
52 A-7 BRI IR 5Tk T IR
53 AC-11 HERLDITRE ERLDITIRE
54 156 BT K BT R
55 dm3 W N W NS R
56 QB5 Ae LGNV T G AT TR
57 H2004 LTk TR LR ISR NN f
58 7434-1 ENEE v T I ENESE LN ] [
59 WS-1 BERLD IR A HELYITIRE
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