B AR R
—174— CHINESE JOURNAL OF FOOD HYGIENE 20234F4 35 B4 2 M

1L 748 B LA i bl B SR R 15 A TR A i~ R I B Tt 2435 0F

wh

JINEIE MW EARA X EE R T LW
(A TFHERAGEH PO, ITLF ME 110005)

EY

W OE.HM A 2018—2020 £ I T EELILA S T KB X MEAE TR %%”*«B"l Tﬁiﬁv?#&i&ﬂémﬁi%k

F 3R A T 0 m R F AR AR S AR PR AR H R B BB K R A 1 A4 zézfr FEEAR A TR IFHAR
MR IBGERARBARE, HiE REITHE208WERYILE R, 5B WA ’%ﬁﬂ-éﬂ@] S+t 4T 16S rRNA & B )

FrE A, E, S5ZRAMKBRATBRTENLBLN, KE S BWHHEREXHEAS B (EAEC) 3t —
TR RFF s R S EAR, R O16SRNA KRN Fidid st mAF A A 5w RS AR —5,

o EAEC 69 8 245 L EAEC 9 F A AW pic B £F, FHAAR A AbhiForR AR —50%, £k 25

# EAEC, £ % 40% W #k (2% & 0134:H9) 38 W & /1 & B pic,28% Bk (i A 03:H2) R 0 33 & 71 A B aggR

Fo asiA, 16% Bk (SR 09:H6) 4 & A B aggR,16% B (o F A 062:HT)#HH & H AR asid, 78 X W

BAEH T EAEC F AL E eG54 32. 1%, 25 % EAEC 4 5 Eatthtk, £ 257 8 MBI £ KR A B £ 2T

R OAREERLA AP E, 18 FARCRITHEYILE R P RMBRA B T LG EAE, LLAR GG

B BT RS KIE,

KB mERM KR E; 165RNA; ALET; £AHLE; #HiE; aiFa

PESES:RI5S XEFRIRAD A X EHS:1004-8456(2023)02-0174-05

DOI:10. 13590/j. cjth. 2023. 02. 004

Pathogenic characteristics and drug resistance spectrum of Enteroaggregative Escherichia coli in
infant food in Liaoning Province from 2018 to 2020
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Abstract: Objective To give a solid foundation for the epidemiological data of diarrheagenic Escherichia coli (DEC) ,
and provide a basis for the rational drug use for foodborne diseases caused by DEC, the continuous monitoring of DEC from
2018 to 2020 in Liaoning Province was carried out. The pathogenic characteristics and drug sensitivity characteristics of
DEC were investigated. Methods A total of 208 infant food in Liaoning Province were collected, from which
Enterobacteriaceae was isolated, and 16S rRNA gene sequencing analysis and biochemical identification were carried out.
The virulence genes of E. coli were detected. The serotype and drug resistance spectrum of EAEC were identified.
Results  Identified species of Enterobacteriaceae by 16S rRNA gene sequencing method was consistent with the
biochemical results. The detection rate of EAEC in infant food was high, and the detection rate of virulence gene pic of
EAEC was high. Virulence genotyping was consistent with the serum typing. According to the virulence gene carried by
Escherichia coli, 25 strains of EAEC were detected, of which 40% of the strains (serotype 0134:H9) carried virulence
gene pic, 28% of the strains (serotype 03:H2) carried virulence gene aggR and astA, 16% of the strains (serotype 09:
H6) carried virulence gene aggR, and 16% of the strains (serotype 062: H7) carried virulence gene astA. The carrying
rate of EAEC virulence gene in 78 strains was 32. 1%. The drug resistance of 25 EAEC strains was not optimistic, and
there were multiple drug-resistant strains. The resistance was mainly for B8 lactams, macrolides, quinolones and
tetracyclines. Conclusion EAEC was the main contamination of Escherichia coli in infant food in Liaoning Province,

and had high drug resistance, which need more attention to be paid to.
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Table 1  16S rRNA gene sequencing and biochemical
identification results
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Table 2 Detection rate of EAEC in special dietary foods for infants
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Figure 1  Phylegenetic tree basedon 16S rRNA sequence
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Table 3 Virulence genotype and serotype of 25 strains of EAEC
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Table 4 Drug sensitivity results, virulence genes of EAEC strains isolated from special dietary foods for infants and isolated foods
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