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Abstract: Objective The aim of this study was to evaluale the serotype, drug resistance, and molecular typing
characteristics of Salmonella isolated from patients with foodborne diseases in Guizhou Province in 2021. Methods A
total of 164 Salmonella strains were isolated from patients with diarrhea under the Guizhou Provincial Active Surveillance
of Foodborne Diseases program in 2021. These strains were subjected to slide agglutination serotyping test, minimum
inhibitory concentration tests with 14 antibiotics, and pulsed-field gel electrophoresis (PFGE) for molecular typing.
Results The 164 Salmonella strains were divided into 25 serotypes. The dominant serotypes were S. typhimurium
(46.34%,76/164) , S. enteritidis (15.24%,25/164) , and S. javana (9.15%,15/164). The drug resistance rate of the
164 Salmonella strains was 100% (164/164). The multidrug resistance rate was 86.59% (142/164). Out of the 15
antibiotics tested, resistance was most frequently observed against ampicillin (95. 12%,156/164) , tetracycline (78.05%),
128/164) , and nalidixic acid (63.41%, 104/164). Seventy-two S. typhimurium, 24 S. enteritidis, and 15 S. javana
strains were divided into 58, 12, and 3 different PFGE clusters, respectively. Conclusion There were many Salmonella
serotypes detected in patients with diarrhea in the Guizhou Province, and multidrug resistance was common. PFGE
fingerprints demonstrated genetic diversity of the isolated strains. Monitoring of drug resistance in Salmonella should be
strengthened, especially for the clinical treatment of S. typhimurium.
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Table 1 Serotype composition of 164 strains of food-borne salmonella in Guizhou Province

T 7R 24 Bk LIRS TR R B/ bR T E A/ %
ERGESANN] B 76 46.34
7530 D 25 15.24
JIHEZE A V0 T T D 15 9.15
FIFFAE RSV T C2 7 427
HRAABRYD T A 6 3.66
Pty b T B 5 3.05
IR YD T B B 5 3.05
ARV T T cl 4 2.44
JLAb VD 1] — 21 —

TR A 1 B VDT R AR B <3, RS A YD TT (3) R E RPN (2) AR EP T (2) BILU T (1) S €1 1T (1) 55
F2 B 164 BRETRMEVD IR 251 B
Table 2 Drug resistance of 164 strains of food—borne salmonella in Guizhou province
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Table 3 Distribution of drug resistance spectrum of 164 strains of Salmonella
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Figure 1  Comparison of resistance rates of three dominant serotypes of salmonella to 14 kinds of antibiotics
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Table 4  Serotypes and multiple drug resistance rates of salmonella isolates from diarrhea patients in various cities and counties of

Guizhou Province
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