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Distribution and drug sensitivity analysis of foodborne pathogens
in Jinnan District of Tianjin from 2018 to 2020
SUN Yana, LIU Jianling, LIANG Guangzhong, LI Shenggiang,
LI Longyu, ZHENG Mei, YANG Yong, KE Hui

( Center for Disease Control and Prevention of Jinnan District, Tianjin 300350, China)

Abstract; Objective To investigate the epidemiological characteristics and drug resistance of foodborne diseases in
Jinnan District by monitoring and drug resistance analysis of foodborne diseases from 2018 to 2020, so as to provide basis
for prevention and control of foodborne diseases. Methods The stool samples of 607 cases of foodborne diseases in
sentinel hospitals of Jinnan District from 2018 to 2020 were detected for Salmonella, diarrheogenic Escherichia coli, Vibrio
parahaemolyticus and Shigella, and the drug sensitivity of positive strains was analyzed. Results A total of 124 positive
strains were detected in 607 stool samples, with a positive detection rate of 20.43% (124/607). There were 74 strains of
Salmonella, 31 strains of Vibrio parahaemolyticus, 19 strains of diarrheogenic Escherichia coli, and no Shigella was
detected. The ratio of male to female was 4 : 3 (347/260). The highest detection rate in Salmonella was Salmonella
enteritidis (62.16% , 46/74), and the highest detection rate in diarrheogenic Escherichia coli was enteropathogenic
Escherichia coli (EPEC). In drug sensitivity test, Salmonella and diarrheogenic Escherichia coli were significantly resistant
to ampicillin (AMP) , up to 72.04% (67/93), and multiple drug resistance was common. Vibrio parahaemolyticus was
most resistant to cefazolin ( CFZ) (77.42%, 24/31). Conclusion Salmonella enteritidis and EPEC are the main
pathogens of foodborne diseases in Jinnan District of Tianjin from 2018 to 2020. Strains are resistant to AMP with multi-

drug resistance. It suggested that the relevant departments should strengthen the supervision of food processing industry,

and strengthen the monitoring of drug resistance of pathogenic bacteria, so as to provide the basis for food safety and clinical
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treatment in Jinnan District.
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Table 1  Pathogenic bacteria monitoring results in Jinnan District from 2018 to 2020
Ay e 0 WITE BERABAE R EBUE &1t X H P1H
2018 4F 266 18 (6.77) 8 (3.01) 22 (8.27) 0 (0.00) 48 (18.05)
2019 4F 171 13 (7. 60) 5(2.92) 4(2.34) 0 (0.00) 22 (12.87) 20.378  <0.001
2020 4F 170 43 (25.29) 6 (3.53) 5(2.94) 0 (0.00) 54 (31.76)
it 607 74 (12.19) 19 (3.13) 31 (5.11) 0 (0.00) 124 (20. 43)
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Table 2 Age range of positive strains in

Jinnan District from 2018 to 2020

il wi e BRI e
5% A T e\
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=15 % 34 (45.95)  5(26.32)  30(96.77) 0 (0.00)
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Table 3 Serotyping of Salmonella and diarrheal Escherichia coli.
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Table 4  Drug resistance of 70 pathogenic strains
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Table 5 Drug resistance of diarrheal Escherichia coli.
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